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Distribution of HBV genotypes in HBV infection-associated hepatocellular carcinoma

and in different phases of natural chronic HBV infection history

Huang Yaqin Yang Lisha Wu Linling Department of Gastroenterology —Affiliated Hospital of Guilin Medical College ~Guilin
Guangxi Zhuang Autonomous Region 541001 China

Abstract Objective To study the distribution of HBV genotypes in HBV infection-associated hepa-
tocellular carcinoma HCC and in different phases of natural chronic HBV infection history. Methods HBV
genotypes in 46 patients with HBV infection-associated HCC and 90 patients with a natural chronic HBV infec-
tion history at different phases in the Northern Guangxi Zhuang Autonomous Region were identified by real-time
fluorescence quantitative PCR. Laboratory findings and pathological data were obtained from medical records of
the patients. Results  Genotypes B C and non-A and B accounted for 77. 8% 18.9% and 3. 3%
respectively in patients with chronic HBV infection. Genotypes B and C accounted for 78.3% and 21.7% in
HCC patients. No significant difference was observed in distribution of HBV genotypes among the patients with
HBV infection HCC and chronic HBV infection at different phases P >0.05 . A significant difference was
found in HBV-DNA between genotypes B and C P <0.01 . The ALT AST TBIL ALB and age levels
were significantly higher in HCC patients than in those with chronic HBV infection at different phases P <
0.05 . Conclusion Genotype B is dominant in patients with chronic HBV infection and HBV infection-asso-
ciated HCC in the Northern Guangxi Zhuang Autonomous Region with no difference in distribution of HBV geno-
types in patients with HCC and a natural chronic HBV infection history at different phases. The HBV-DNA level
is higher in genotype C than in other HBV genotypes.
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IR IRGHE hepatitis B virus HBV  JE& L 2 )i
ZHfifiE hepatocellular carcinoma HCC FEZEAJHE 5
it AR 2 1/3 A 12PE HBV B i i
T A e BN 855 HBsAg B3R AT 35 90%
BoR HBV S5ipgm Ak A RE WX AEE
I A v A, Ao R e A DX T P AR AR TR R
() HBsAg BHI: R B B T4 HAbb X 2 REH
i HBV Y T30 HCC (i pLa i A B (R [ P 4
% HBV Bt K A 5 2, B i 58 Fn HCC (1) i 55 3% W
HBV A5 2 B9 M HCC k4B R B TP aoms
JRA BRSO ER P ARBESE A X P A L X
HBV JEEYLAH S 988 S HBV JER Y% H SR s AN ] By B ik
AR A o Y 3 ) A PR Y oA SRR )20
PRUOTHER A 508 HBV S 5 e 5 AR BEFR Y OC &
5 E A A B0 A2 367 S e AR A

I #RETE

1.1 4

WFFEHG B IR T 2008 4 10 A % 2010 4 9 H bk
Boc Bt s B e T Ak PR AR AR T B — N RIS B B 112 I
fEBe AL 136 ) ¥ HBV e >k [ F) PikEMA  HBV
JERYLAHSCHE T Al g fE 3 46 B b B¢ 44 ] Lovk 2 ) 4
% 50.30 £10.48 2 JIrA i 51 1 28 HF 21 40355 A BEAIESE 18
P HBV J&YL SR s[RIy BE AR A I 90 1) b 3344 76 ) &
PR 14 ] ARHE 33.12 £11.19 % 2WrFI 2444 2005 4 18
YRR BTG R ThR S Wibs e HEBR AT R o
SR O AR 45 HAh K P #H  HBV-DNA B
FRfER =1 x10° cp/ml
1.2 ##5n ok
12,1 ME CRUFRIGEFREY) CIFFXTE R E
SIPRRPEDOET AR TR MO ARG R AR i
Hr A Y H AR A B W] ANYTEST 2000 Bif 7] 43 BE 2 g
MG AR Al ALT KRS ML AW AST  JBLr
# TBIL H&EM ALB L H4 A sk 5k HBV-
DNA F1 3% R 0 35 i F§ MJ Opticon Monitor % 5% PCR 4% i %
HBV-DNA B T g RHEA YA FRA R 58 B
WA T AR R R AT BR A )
1.2.2 Jrgk
1.2.2.1  FERBAG Fie ) MR B R BB A R A Fl
BB C D & Ui R A% 23 Wl B C D W
SBIMA T U Tag fi§F1 2 wl BEHORECHI R iR R 9896 PCR
R R R 20 94 °C 1 min 94 °C 5 s 60 °C 30 s 40 4~
W PIEFEBE N FAM  BEARLE W — 0 52 B A 5 3 B oy
A
1.2.2.2 184 HBV &Y HAR LR BN S 2
) 1L5% HBsAg 1l HBeAg A HBV & 7% 8k HBV-DNA >
10° i3 ALT IE% HFHZUE s iR AE JCHFEF 4 Ak st
JRLENE RN B Al LIS )R 3 1) G i 32 W s R £

AE RIS R HERE [ &R HBsAg W R RE S iR
HBeAg fHYE HBV-DNA /K F-F#{% {54 HBV-DNA > 10° cp/ml
ALT KV RSN PR 2EH RIEIRAE £F 4 fb ok e A2 B
P KRS HBV e 35 0 2x o S 2 i 52 390 30 & S # B
WX —mHY A &R HBsAg WEER I JAEIE 3] HBeAg
K HIPi-HBe HBV-DNA /KPARMCS AR E] ALT IEH HF
R AER I R R R IR AL i RS 51 R 3
G210 HBV L% HBsAg J5 B # I PR TS — A HBsAg
FREEPAPE R AT FERERAE RNLT e AL AWl 7" i T4 4 3]
1 A TEIR IR EARAREE) ik H s K 3 4]
1.3 it o
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HIESKIE IEASTORNERE x £ 5 8 RS FORME PR T 75K

P25 ~ P75 ik IEAGORMEREMOIAEAS ¢« K0 w25 PRk
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*1 HBV EFEEIZEEM HBV BEi HCC &

Bafm # %
LAY
21151 n
B c EBIEC
181 HBV &Ll 90 70 77.8 17 18.9 3 3.3
HCC 41 46 36 78.3 10 21.7 0
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£3 EM HBV BE HCC EEFAREFBMIGRA R LI
11 HBV R n =87 HCC %4 n=46
I R Bk
JEHA B n=70 HEHALC n=17 P JEHA B n=36 HEMC =10 P
ALT U/L 293.32 £371.49 124.17 + 144.60 0.277 59.40 +50.39 87.85 £63.52 0.060
AST U/L 188. 12 £296.84 68.20 +44.05 0.282 98.00 +114.86 126.54 138.83 0.980
TBIL pmol/L 50.68 +72.89 21.98 +12.41 0.692 38.00 £57.39 34.73 £29.40 0.870
ALB /L 35.86 +7. 14 36.24£7.32 0.845 34.62£5.77 34.90 £5.92 0.890
H;J\"';VABIOS cp/ml 50 71.40 13 76.50 0.909 15 41.67 10 100.00 0.004
HBeAg +/ - 50/20 10/7 0.314 6/30 4/6 0.250
A % 32.80 +10.90 35.59 +13.01 0.476 50.30 +11.52 50.30 +5.76 0.998
VS B/ 58/12 1572 0.862 3472 10/0 1.000
F4 B4 HBV EEBAEREMEAT HCC AlnkE R LR
P2t HBV Bk AR AR BE ] n =87 :
i PRBER GBENH ] n =24 SPEWIRI n =34 AEHGEH] 0 =29 HCC 41 n=46 :

ALT U/L 26.97 £10.47 404.49 +383.55 368. 54 £329.20 65.59 +54.05 0. 000
AST/ U/L 24.72 £12.72 243.93 £310.88 175.87 +£279. 62 104.21 +119.40 0. 000
TBIL pmol/L 14.03 +4.65 51.73 +64.66 74.55 £95.63 37.29 +52.31 0.046
ALB g/L 40.55 +8.55 35.62 +4.41 32.48 £6.52 34.68 £5.73 0.007
AERY 25.58 £3.44 31.69 £9.43 41.56 +12.33 50.30 +10.48 0. 000
PR B4 19/5 28/6 26/3 4472 0. 144
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2.4 1ZMHHBV BRE AR REUEAF HCC 4016
JRFH L
12 M HBV Jgk 4e AN [6] By B 41 Ff1 HCC 414 k. ALT AST

TBIL ALB 4Fy 2 RMAFI#E X P<0.05 3 ARIFEB
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3 it
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A — R G SCHRTE R R B 5 LR R B AH L 5
K7 C 8% HBeAg FHM: %6 F1 HBV-DNA ALT /K-
B FEHA C B HBeAg W1 5 7EAFWA i KT & Az 1l
THHIER X TP R MR R WAL Mk C B E
Ho el Hh KRR A TEEM IR E AT A
P HBV YL 3L B C Il R TR L B e i 25
5] HCC v HBV-DNA Z [b] 45 22 55 124 HBV B4
RIS R LA TG 22 57 IRE 2 iR —3 ® HCC
Y JERAY C ) HBV-DNA i B A SE R 7 B B
A TR A BSER R C 5 HBV & & il A X IF vl B
AT 5 A W50 HBV-DNA /K -5 HCC
MIERAAK MEREFEEENIEZ HEA HCC R
B AR 3G B C R 7 A L LAt I PR R A g
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